Schiff base ligands are one of the most prevalent systems in coordination chemistry. As part of a general study of tetradenate Schiff bases (Kargar et al., 2009; Kargar et al., 2010a,b), we have determined the crystal structure of the title compound.
The asymmetric unit of the title Schiff base compound, C 30 H 38 N 4 O 2 , comprises two crystallographically independent molecules, A and B. The structure is non-merohedrally twinned with a refined BASF ratio of 0.219 (6):0.701 (6). Molecule B shows both phenol-imine and keto-amine tautomeric forms in a single structure. The dihedral angles between the central ring and the two outer rings are 5.9 (3) and 48.4 (3) in molecule A, and 48.3 (3) and 6.9 (3) in molecule B. Strong intramolecular O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds generate S(6) ring motifs. The crystal structure is further stabilized by intermolecular C-HÁ Á ÁO, C-HÁ Á Á andinteractions [centroid-centroid distances = 3.870 (4)-3.871 (4) Å ].
Related literature
For standard values of bond lengths, see: Allen et al. (1987) . For details of hydrogen-bond motifs, see: Bernstein et al. (1995) . For related structures, see: Kargar et al. (2009 Kargar et al. ( , 2010a .
Experimental
Crystal data C 30 H 38 N 4 O 2 M r = 486.64 Triclinic, P1 a = 11.4430 (12) Å b = 12.0251 (12) Å c = 22.171 (2) Å = 88.241 (6) = 89.370 (7) = 65.207 (6) V = 2768.2 (5) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 296 K 0.24 Â 0.19 Â 0.11 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.983, T max = 0.992 44348 measured reflections 9655 independent reflections 4485 reflections with I > 2(I) R int = 0.095 Refinement R[F 2 > 2(F 2 )] = 0.106 wR(F 2 ) = 0.320 S = 1.06 9655 reflections 662 parameters H-atom parameters constrained Á max = 0.32 e Å À3 Á min = À0.40 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.1771 (4) 0.4531 (4) 0.2969 (2) 0.0672 (14) (17) C11 0.3742 (7) 0.8617 (6) 0.3700 (3) 0.0580 (18) C12 0.2731 (7) 0.8316 (6) 
